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Homework 2 Essays: Phylogenetic trees

Author:    Martin Ph. Stehno

Title:        Discrete
FT for phylogenetic trees (75 kb)

Abstract:

Discrete Fourier transformations (DFTs) provide a useful tool to assign
a

phylogenetic tree (PGT) to an observed frequency of nucleotide patterns
in DNA

sequences of species.  The advantage of this sort of spectral
analysis is that

it allows global correction for multi-substitution processes.

Author: Yan Li

Title:  How
to Build a Phylogenetic Tree (229 kb)

Abstract: This article briefly reviewed different methods of tree building
and

compared their validity, reliability and efficiency. The calculation
of

genetic distance and methods of trees rooting are also discussed.

Author: Anoush Aghajani-Talesh

Title: Parsimony Analysis of Phylogenetic Trees (68 kb)

Abstract:

This essay describes parsimony analysis, which is a common method

to deduce evolutionary relationships between species from a given

set of protein or nuclein acid sequences.

 

